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Voit, E.O.: S-system Based Pathway Identification from Metabolic Profiles.
South Carolina Bioinformatics Conference, Wild Dunes, March 14-16, 2004.
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2004.

Schwacke, J.H., and E.O. Voit: Consequences of Observed Concentrations of
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Marino, S., and E.O. Voit: An automated procedure for information extraction
with S-systems. International Conference on Molecular Systems Biology
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Mocek, W. and E.O. Voit: S-system with delay. International Conference on
Molecular Systems Biology (ICMSB’04), Tahoe, CA, August 21-25, 2004.

Schwacke, J.H., and E.O. Voit: Consequences of observed MAPK signaling
component concentrations. International Conference on Molecular Systems
Biology (ICMSB’04), Tahoe, CA, August 21-25, 2004.

Sims, K.J., F. Alvarez, Y.A. Hannun, and E.O. Voit: Simulation of sphingolipid
metabolism in S. cerevisiae. International Conference on Molecular Systems
Biology (ICMSB’04), Tahoe, CA, August 21-25, 2004.

Voit, E.O.: Time series data open new avenues of metabolic systems analysis.
International Conference on Molecular Systems Biology (ICMSB’04), Tahoe,
Ca, August 21-25, 2004.

Voit, E.O.: Metabolic modeling with time series data. Bioinformatics in Taiwan,
National Yang Ming University, Taipei, Taiwan, September 9-11, 2004.

Sims, K.J., F. Alvarez, Y.A. Hannun, and E.O. Voit: Simulation of sphingolipid
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Methods and GMA Model. SIAM-SEAS Conference, Charleston, SC, March-
25-26, 2005.

Schwacke, J.H. and E.O. Voit: Insights in the design and operation of the MAP
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[139] Voit, E.O.: Modeling sphingolipid metabolism in S. cerevisiae. First Scientific
Meeting of the Metabolomics Society. Tsuruoka, Japan, June 20-23, 2005.
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School on ,NanoScience and Systems Biology,“ LMU Gene Center,
Grosshadern-Martinsried Life Sciences Campus, July 25-28, 2005.

[141] Voit, E.O.: Metabolic Networks II: Case Studies. Summer School on
,NanoScience and Systems Biology,“ LMU Gene Center, Grosshadern-
Martinsried Life Sciences Campus, July 25-28, 2005.

[142] Polisetty, P.K., E.O. Voit, E.P. Gatzke: Yield Optimization of Saccharomyces
cerevisiae using a GMA Model and a MILP-based piecewise linear relaxation
method. Proceedings of: Foundations of Systems Biology in Engineering,
Santa Barbara, CA, August 7-10, 2005.

[143] Voit, E.O.: Systems modeling. First International Conference of AB°C, the
Brazilian Association for Bioinformatics and Computational Biology. Caxambu,
Brazil, October 4-7, 2005.

[144] Sims, K.J, F. Alvarez-Vasquez, Y. A. Hannun, L. M.Obeid, and E. O. Voit: Role of
sphingolipids in lifespan of Saccharomyces cerevisiae: integration of bench and
biochemical systems modeling, Sixth International Conference on Systems
Biology, Boston, MA, October 19-24, 2005.

[145] Sims, K.J, F. Alvarez-Vasquez, Y. A. Hannun, L. M.Obeid, and E. O. Voit: Role of
sphingolipids in lifespan of Saccharomyces cerevisiae: integration of bench and
biochemical systems modeling, 40th Annual Southeastern Regional Lipid
Conference: November 2—4, 2005, Cashiers, NC.

[146] Voit, E.O.: Modeling sphingolipid metabolism. Renal Week 2005, Philadelphia,
PA, November 8-13, 2005.

[147] Polisetty, P.K., E.O. Voit, E.P. Gatzke: Deterministic Global Optimization
Techniques for Solution of NLP and MINLP Problems Using Piecewise Linear
Relaxations with Applications in Metabolic Engineering. AIChE Annual



Meeting, Computing and Systems Technology Division, Cincinnati, Ohio, USA,
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[148] Voit, E.O.: Systems modeling. First International Conference of AB°C, the
Brazilian Association for Bioinformatics and Computational Biology. Caxambu,
Brazil, October 4-7, 2005.

[149] Voit, E.O.: Small Systems Biology, 2006 Meeting of the Association of
Biomolecular Resource Facilities, Integrating Science, Tools, and Technologies
with Systems Biology, Long Beach, CA, February 11-14, 2006.

[150] Sims, K.J., Hannun,Y.A., Obeid, L. M., Lu, X., E. O. Voit: Biochemical Systems
Modeling of Sphingolipids and the Chronological Lifespan of Yeast, National
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[1] Voit, E.O.: Raumliche Verteilung und Haufigkeit des Zusammentreffens von
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Acarina). Diplomarbeit, 91 pp., Universitat zu Koln, 1976.

[2] Voit, E.O.: Modelltheoretische Untersuchungen zur Anordnung der
Knospennarben auf der Oberflache von Hefezellen. Inaugural-Dissertation,
160 pp., Universitat zu Koln, 1981.

[3] Voit, E.O.: Yucch, 100 years of American Mathematics (Editorial). in: The News
and Courier / The Evening Post, Charleston, SC, Saturday, April 30, 1988.

[4] Voit, E.O., and J.T. Crowder: Research Growth at MUSC: Modeling of financial
needs for new hiring. Internal Report, August 2, 1991.

[5] Voit, E.O.: S-systems: 19 Cartoons depicting the state of the art in 92.
Presented at the international Second S-System Symposium, Tampa, Fl, 1992.

[6] Voit, E.O.: It all began with Prometheus. Medical Alumni Today, MUSC Press,
pp. 18-19, Summer 1996.

[7] Voit, E.O., and B.C. Tilley: Profile: Master's and doctoral programs in

biostatistics, epidemiology, and biomedical informatics at the Medical University
of South Carolina. Quality Assurance Journal 5(3), 179-181, 2001.
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S-Systems. International Congress on Modelling and Simulation, Perth,
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mathematical curiosity. International PowBioSys Symposium on Power-Law
Modeling of Biological Systems, Oeiras, Portugal, October 4-7, 1998.
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on Power-Law Modeling of Biological Systems, Oeiras, Portugal, October 4-7,
1998.
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Voit, E.O.: Pharmacoeconomic modeling for HIV/AIDS infection. ABT-378/r
Global Outcomes Workshop, Amsterdam, Netherlands, January 20-22, 2000.

Voit, E.O.: Functional intergration of genomic and metabolic data. VI"
International Symposium on Biochemical Systems Theory. Puerto de la Cruz
(Tenerife). September 25-29, 2000.

Voit, E.O.: Introduction and overview. Conference on Biochemical Systems
Theory and Modeling in the Post Genomic Era: Principles of Design to
Designed Benefits. Ann Arbor, Ml, December 1-2, 2000.

Voit, E.O.: Optimal design for heat stress response in yeast. Conference on
Biochemical Systems Theory and Modeling in the Post Genomic Era: Principles
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International Conference on Compartmental Models and Disease Transmission
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Voit, E.O.: Functional integration of genomic and metabolic data. Cambridge
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Voit, E.O.: Introduction to Biochemical Systems Analysis. Advanced FEBS
Workshop in Biochemistry, Carcavelos, Portugal, September 2002.

Voit, E.O.: Metabolic and Genome Analysis. Advanced FEBS Workshop in
Biochemistry, Carcavelos, Portugal September 2002.

Voit, E.O.: Modeling and Indentification of Metabolic Pathways with Biochemical
Systems Theory. E. coli Model Cell Consortium Meeting, Northwestern
University, July 26-28, 2002.

Voit, E.O.: A Turning Point in Modeling History. First International E. coli Alliance
(IECA) Meeting, North Mymms, U.K., November 10-12, 2002.
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Joint Proteomics Meeting, Charleston, February 26, 2003.
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International E. coli Alliance (IECA) Meeting, Magdeburg, Germany, March 10-
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Voit, E.O.: Pathway Analysis and Identification with S-systems. First International
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June 23-25, 2003.
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Proteomics Conference, Bethesda, MD, October 2-3, 2003.

Almeida, J.S. and E.O. Voit: Neural-Network Based Parameter Estimation in S-
system Models of Biological Networks. The Fourteenth International
Conference on Genome Informatics (GIW 2003), Yokohama, Japan, December
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MA, March 12-13, 2004.

Voit, E.O.: S-system Based Pathway Identification from Metabolic Profiles. South
Carolina Bioinformatics Conference, Wild Dunes, March 14-16, 2004.

Voit, E.O.: Of Math and Microbes. American Society for Microbiology--Integrating
Metabolism and Genomics. Montreal, 30 April — 3 May, 2004.

Voit, E.O.: Time series data open new avenues of metabolic systems analysis.
International Conference on Molecular Systems Biology (ICMSB’04), Tahoe,
Ca, August 21-25, 2004.

Voit, E.O.: Metabolic modeling with time series data (keynote address).
Bioinformatics in Taiwan, National Yang Ming University, Taipei, Taiwan,
September 9-11, 2004.

Voit, E.O.: Time series data open new avenues of metabolic systems analysis.
Cambridge Health Institute Conference on Analytical Methods for Metabolic
Profiling. Lake Buenavista, December 15, 2004.

Voit, E.O.: Metabolic modeling with time series data. Biocomplexity 7 Workshop,
May 9-11, 2005 Indiana Memorial Union, Bloomington, IN

Voit, E.O.: Modeling sphingolipid metabolism in S. cerevisiae. First Scientific
Meeting of the Metabolomics Society. Tsuruoka, Japan, June 20-23, 2005.

Voit, E.O.: Metabolic Networks I: The Challenge of Complexity. Summer School
on ,NanoScience and Systems Biology,“ LMU Gene Center, Grosshadern-
Martinsried Life Sciences Campus, July 25-28, 2005.

Voit, E.O.: Metabolic Networks II: Case Studies. Summer School on
~NanoScience and Systems Biology,“ LMU Gene Center, Grosshadern-
Martinsried Life Sciences Campus, July 25-28, 2005.

Voit, E.O.: Systems modeling. First International Conference of AB°C, the
Brazilian Association for Bioinformatics and Computational Biology. Caxambu,
Brazil, October 4-7, 2005.

Voit, E.O.: Modeling sphingolipid metabolism. Renal Week 2005, Philadelphia,
PA, November 8-13, 2005.

Voit, E.O.: Modeling sphingolipid metabolism. 2006 Gordon Conference on
Glycolipid and Sphingolipid Biology, Ventura, CA, January 8-13, 2006.

Voit, E.O.: Teaching Interdisciplinary Courses in Integrative Biology, 2006
Systems Biology Symposium, National Taiwan University, Taipei, Taiwan, 18
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January 2006.

Voit, E.O.: Key Note Address: Topics in Systems Biology, 2006 Systems
Biology Symposium, National Taiwan University, Taipei, Taiwan, 18 January
2006.

Voit, E.O.: Small Systems Biology, 2006 Meeting of the Association of
Biomolecular Resource Facilities, Integrating Science, Tools, and Technologies
with Systems Biology, Long Beach, CA, February 11-14, 2006.

Voit, E.O.: Small Systems Biology, Marine Eco-Genomics Workshop,
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Voit, E.O.: Biological Systems Large and Small, 20" Anniversary Symposium
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Maryland, April 13-14, 2006.

Voit, E.O.: Small Systems Biology, Annual Meeting of the American Society for
Microbiology, Orlando, FL, May 21-25, 2006.
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South Carolina Junior Academy of Science Workshop, Charleston, SC, October
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4" Biochemical Genetics Training Course, Hilton Head Island, SC, July 5-8, 1993.

Tutorial of the lizuka ‘96 4th International Conference on Soft Computing, lizuka,
Fukuoka, Japan, September 30-October 1, 1996.

National Workshop for Doctoral Students, Gulbenkian Institute, Oeiras, Portugal,
October 1-3, 1998.

National Workshop for Doctoral Students, Gulbenkian Institute, Oeiras, Portugal,
May 22-26, 2000.

Eighth International Conference on Intelligent Systems for Molecular Biology, San
Diego, CA, August 18-23, 2000.

International Conference on Intelligent Systems in Molecular Biology, Edmonton,
Canada, August 3, 2002.

Advanced FEBS Workshop in Biochemistry, Carcavelos, Portugal, September 7-
13, 2002.



[9] Workshop on The Integration of Chemical and Biological Engineering. Tufts
University, Medford, MA, March 12-13, 2004.

[10] Workshop associated with Conference Bioinformatics in Taiwan, National Yang
Ming University, Taipei, Taiwan, September 9-10, 2004.

[11] Summer School on ,NanoScience and Systems Biology,” LMU Gene Center,
Grosshadern-Martinsried Life Sciences Campus, July 25-28, 2005.

[12] Workshop on Systems Biology in Metabolic Engineering, Instituto de Tecnologia
Quimica e Bioldgica, Oeiras, Portugal, November 23, 2005.

[13] Tutorial on Pathway Analysis with PLAS, 2006 Meeting of the Association of
Biomolecular Resource Facilities, Integrating Science, Tools, and Technologies
with Systems Biology, Long Beach, CA, February 11-14, 2006.
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1983 Cybernetics Program, Universitat Koéln
Department of Microbiology and Immunology, University of Michigan
Division of Theoretical Medicine, Universitat Kéln (Series of three seminars)

1984 Zoologisches Institut, Universitat Koéln
Landwirtschaftliches Institut, Universitat Bonn
Department of Biometry, Medical University of South Carolina

1985 Department of Chemical Engineering, University of Michigan

1986 Department of Microbiology and Immunology, University of Michigan
Department of Mathematics, Pomona College
Department of Biometry, Medical University of South Carolina (Series of two
seminars)

1987 Department of Statistics and Biometry, Emory University, Atlanta, Georgia
Department of Statistics, University of Georgia, Athens, Georgia
South Carolina Youth Academy of Sciences (Workshop)
Department of Biometry, Medical University of South Carolina

1988 U.S. Department of Agriculture, Forest Service, Charleston,
South Carolina
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National Seminar on Dynamical Systems, Akademie der
Wissenschaften der DDR, Berlin, GDR
Fachhochschule fir Medizinische Informatik, Heilbronn, Germany
Zoologisches Institut der Universitat Koln, Koln, Germany



1989

1990

1991

1992

1993

1994

1996

1999

2000

Department of Biometry, Medical University of South Carolina

Division of Biometrics, Food and Drug Administration,
Washington, D.C.

Center for Drug Evaluation and Research, Food and Drug
Administration, Washington, D.C.

Department of Biometry, Medical University of South Carolina
Department of Biostatistics, University of South Carolina

Department of Biostatistics, Epidemiology, and Systems Science,
Medical University of South Carolina

Board of Trustees, Medical University of South Carolina

Fachbereich Mathematik/Informatik, Universitat Osnabrtick, Germany

Office of Public Relations, Medical University of South Carolina

Department of Biostatistics, Epidemiology, and Systems Science,
Medical University of South Carolina

Honeywell, Sensor and System Development Center

South Carolina High School Teacher Association

Division of Modeling, Cooperative Research Center for Temperate Hardwood
Forestry, Hobart, Tasmania

CSIRO Forestry and Cooperative Research Center for Temperate Hardwood
Forestry, Hobart, Tasmania

CSIRO Forestry, Headquarters, Canberra, Australia

Board of Trustees, Medical University of South Carolina

Department of Biometry and Epidemiology,
Medical University of South Carolina

Mu Sigma Rho Student Career Development Seminar,
Medical University of South Carolina

Department of Enviromental Health Sciences, School of Public Health,
University of South Carolina

Catalan Biological Society, Universitat de Lleida, Departament de Ciencies
Mediques Basiques

Department of Biometry and Epidemiology,
Medical University of South Carolina
Department of Pharmacology,
Medical University of South Carolina

Department of Biochemistry and Molecular Biology,
Medical University of South Carolina



2001

2002

2003

2004

Department of Biometry and Epidemiology,
Medical University of South Carolina

Department of Biochemistry and Molecular Biology,
Medical University of South Carolina
Marine Biomedicine Program,
Medical University of South Carolina
Metabolic Pathway Group
Monsanto/Renessen, St. Louis
Graduate School Exposure Program
Medical University of South Carolina
Departments of Pharmaceutical Sciences and Pharmacy Practice,
Medical University of South Carolina

Department of Molecular Cell Biology
Georgia Institute of Technology
Department of Chemistry and Biochemistry
University of Lisbon, Portugal
BioTechnology Institute
University of Minnesota
Proteomics Group
Medical University of South Carolina

Department of Bioinformatics
University of Michigan
Department of Biomedical Engineering
Georgia Institute of Technology
Marine Biomedicine Program
Medical University of South Carolina
Computer and Computational Sciences & Bioscience
Los Alamos National Laboratories

Proteomics Group
Medical University of South Carolina
Department of Mathematics
Clemson University
Department of Biostatistics, Bioinformatics and Epidemiology
Medical University of South Carolina
Department of Biology, National Dong Hwa University,
Hua Lien, Taiwan
Bioinformatics and Computational Biology Seminar
Georgia Institute of Technology
Bioinformatics Group
North Georgia Technical College
Computational Biology Center
University of Georgia



2005

Agricultural University
As, Norway

Resource Centers for Minority Aging Research
SC Cooperative for Healthy Aging in Minority Populations
Charleston, SC

Seminar for Problem-Based Learning Group
Georgia Institute of Technology

Department of Bioengineering
University of Illinois at Urbana-Champaign

School of Applied Physiology
Georgia Institute of Technology

Center for Nonlinear Science
Georgia Institute of Technology

Bioinformatics Program
Gulbenkian Institute, Oeiras, Portugal

Ludwig-Maximilian University
Munich, Germany
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